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HESEA : Cell Reports Methods

B 4 : Genome editing using type I-E CRISPR-Cas3 in mice and rat zygotes

ZEH AL Kazuto Yoshimi*, Akihiro Kuno, Yuko Yamauchi, Kosuke Hattori, Hiromi Taniguchi,
Kouya Mikamo, Ryuya Iida, Saeko Ishida, Motohito Goto, Kohei Takeshita, Ryoji
Ito, Riichi Takahashi, Satoru Takahashi, Tomoji Mashimo*
(*Corresponding author)

DOI: 10.1016/j. crmeth. 2024. 100833
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